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 MestRe-C. It has also several new modules added that make it a highly updated and expanded.MestRe-C. This application is
efficient for analysis of all types of expression analysis and proteomics of a number of genes and proteins. It provides various

options to the user to store, share and compare the experimental data. In addition, it allows for batch processing of genome-wide
expression analysis. It is supported by its own set of data processing tools and mining modules. The user can compare and

contrast gene and protein expression, predict functions and mechanisms from gene and protein expression data, and test the
statistical significance of these predictions. 1. Introduction {#sec1} =============== The recent development of

technologies for high-throughput expression profiling, such as microarray and proteomics, has given us opportunities to extract
knowledge and understanding from enormous amounts of data. Scientists are now faced with the challenge of extracting
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meaning from massive amounts of data generated by these high-throughput expression profiling experiments. GeneChip
(Affymetrix) and ProteinChip (Bio-Rad) have proved to be major breakthroughs in the field of microarrays and mass

spectrometry techniques. Affymetrix U133 Plus 2.0 GeneChip and Bio-Rad ProteinChips combine the benefits of both
technologies. Bio-Rad ProteinChip technology (bio-rad.com) uses surface-enhanced laser desorption/ionization time-of-flight

mass spectrometry (SELDI-TOF-MS) technology to measure protein expression of a sample. Bio-Rad ProteinChip array
provides broad detection of proteins (\>1200) on microarrays with high reproducibility \[[@bib1]\]. It can be used to test

protein expression across multiple cell types, tissues or cancers, as well as to detect specific proteins related to diseases, drug
effects and the biological responses to external stimuli. It is a powerful tool to identify and monitor the presence of disease-

associated proteins in the serum or in other biological fluids. A comprehensive protein profiling system combining 2D-PAGE,
mass spectrometry and biomarker discovery was developed \[[@bib2]\]. The growing volume of data derived from gene

expression studies demands the development of appropriate tools for analysis of large-scale expression data. The increasing
availability of expression data means that there is a need for applications that will help in discovery of the biological

significance of genes and proteins. A number of tools and software 82157476af
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